0.14 NK cells 31.9 (28.47, 9.24-47.6) 19.95 (21.83, 12.2-38.9) 28. 45 (30.54, 15.3-50.9) 25.25 (26.95, 9.24-50.9 follow-up comparisons between two groups: NA -PST: p = 0.34, NA -PA: 0.0058, PST -PA: p = 0.037
Fig. S1
. Peanut sIgE and peanut SPT values for the three study groups (non-sensitized, non-food allergic (NA), peanut sensitised tolerant (PST) and peanut allergic (PA)) are shown.
Peanut sIgE values at the lower detection limit of 0.01kUA/L were set to 0.005kUA/L. P values by Wilcoxon rank sum test. In the boxplots the medians are shown. The 'hinges' represent the first and third quartile. The whiskers are the smallest and largest values after exclusion of outliers (greater than the 75th percentile plus 1.5 times the IQR, or less than 25th percentile minus 1.5 times the IQR).
Fig. S2. Comparison of results from unsupervised clustering analysis (FlowSOM) and manual gating. (A)
Frequencies of the major cell populations obtained by manual gating (blue) and FlowSOM clustering (red). (B) Frequencies of the major cell populations as determined by FlowSOM clustering for individual infants across the three study groups (non-sensitized, nonfood allergic (NA), peanut sensitised tolerant (PST) and peanut allergic (PA)). In the boxplots the medians are shown. The 'hinges' represent the first and third quartile. The whiskers are the smallest and largest values after exclusion of outliers (greater than the 75th percentile plus 1.5 times the IQR, or less than 25th percentile minus 1.5 times the IQR). (C) Significant differences in the frequency of TNFα + cells across all live, single cells between the three groups (non-sensitized, non-food allergic (NA), peanut sensitised tolerant (PST) and peanut allergic (PA)) are confirmed as change in median raw expression of TNFα between the three groups. Values were adjusted for batch before plotting. All p values were determined by χ² tests in linear mixed effects models. In the boxplots the medians are shown. The 'hinges' represent the first and third quartile. The whiskers are the smallest and largest values after exclusion of outliers (greater than the 75th percentile plus 1.5 times the IQR, or less than 25th percentile minus 1.5 times the IQR). Median expression values were adjusted for batch before plotting. In the boxplots the medians are shown. The 'hinges' represent the first and third quartile. The whiskers are the smallest and largest values after exclusion of outliers (greater than the 75th percentile plus 1.5 times the IQR, or less than 25th percentile minus 1.5 times the IQR).
Fig. S5. Analysis of CD45RA and CCR7 expression in peanut-specific CD4 T cells following 24h peanut stimulation. (A)
Frequency of naïve CD4 T cells (CD45RA + CCR7 + ) co-expressing CD40L and CD69 following peanut stimulation in the three groups (nonsensitized, non-food allergic (NA), peanut sensitised tolerant (PST) and peanut allergic (PA)) (B) Frequency of central memory CD4 T cells (CD45RA -CCR7 + ) co-expressing CD40L and CD69 following peanut stimulation. (C) Frequency of effector memory CD4 T cells (CD45RA -CCR7 -) co-expressing CD40L and CD69 following peanut stimulation. (D) Frequency of effector CD4 T cells (CD45RA + CCR7 -) co-expressing CD40L and CD69 following peanut stimulation. P values by F tests in linear models. In the boxplots the medians are shown. The 'hinges' represent the first and third quartile. The whiskers are the smallest and largest values after exclusion of outliers (greater than the 75th percentile plus 1.5 times the IQR, or less than 25th percentile minus 1.5 times the IQR). (I-J) CD3 -CD19 -CD56cells were assessed for expression of the monocyte marker CD14, and further gated based on their expression of CD16. (K-L) CD3 -CD19 -CD56 -CD14cells were selected for positive expression of HLA-DR and subtyped into dendritic cell (DC) populations based on expression of CD11c (myeloid DCs (mDC)) and CD123 (plasmacytoid DCs (pDC)).
Fig. S8.
Representative manual gating approach for analysis of IFNγ, IL-2 and TNFα following PMA/ionomycin stimulation in the major immune cell populations: CD4 T cells, CD8 T cells, B cells, NK cells, monocytes and dendritic cells (DCs).
